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Appendix D 
 
Selected References on Recent Uses of Biodiversity Collections (includes 
references only since 2010) 
 
 
Acosta AL, Giannini TC, VL Imperatriz-Fonseca et al (2016) Worldwide Alien 
Invasion: A Methodological approach to forecast the potential spread of a 
highly invasive pollinator PLOS ONE e0148295   
https:doiorg/101371/journal [invasive species]   
 
Albuquerque F  and Beier P (2016) Predicted rarity- weighted richness, a 
new tool to prioritize sites for species representation Ecology and 
Evolution 6: 8107–8114  https://doiorg/101002/ece32544 [conservation] 
 
Alimi,   TO,   Fuller DO,   Herrera S V   et al  (2016)   A multi-criteria decision analysis 

approach to assessing malaria risk in northern South America BMC Public Health  

16: 221  doi: 10.1186/s12889-016-2902-7. [Human Health] 

 
Allen, JM and Bradley BA (2016) Out of the weeds? Reduced plant invasion 
risk with climate change in the continental United States Biological 
Conservation 203: 306–312 https://doiorg/101016/jbiocon201609015 
[invasive species]   
 
André T, Salzman S, Wendt T et al  (2016) Speciation dynamics and 
biogeography of Neotropical spiral gingers (Costaceae) Molecular 
Phylogenetics and Evolution 103: 55-63  
https://doiorg/101016/jympev201607008 [species diversity] 

 

April J, Mayden R, et al  (2011)  Genetic calibration of species diversity 
among North America's freshwater fishes Proceedings of the National 
Academy of Sciences June 28, 2011 108 (26) 10602-
10607; https://doiorg/101073/pnas1016437108 [species diversity]  
 
Auer T, MacEachren AB, McCabe C, et al (2011) HerbariaViz: A web-based 

client-server interface for mapping and exploring flora observation data 

Ecological Informatics 01009001 DOI:101016/jecoinf(2010)09001 [tools]  

Bakker F (2017)  Herbarium genomics:  skimmming and plastomics from 
archival specimens  Webbia 72: 35-45 
https://doiorg/101080/00837792(2017)1313383 [genomics] 

https://doi.org/10.1371/journal.pone.0148295
https://doi.org/10.1002/ece3.2544
https://doi.org/10.1016/j.biocon.2016.09.015
https://doi.org/10.1016/j.ympev.2016.07.008
https://doi.org/10.1073/pnas.1016437108
http://doi.org/10.1016/j.ecoinf.2010.09.001
https://doi.org/10.1080/00837792.2017.1313383
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Bakker F, Lei D, Yu J, et al (2016) Herbarium genomics: Plastome sequence 
assembly from a range of herbarium specimens using an Iterative 
Organelle Genome Assembly pipeline Biological Journal of the Linnean 
Society 117:33–43 doi:101111/bij12642 [genomics] 
 
Ballard H, Robinson L, Young A  et al (2017) Contributions to conservation 
outcomes by natural history museum-led citizen science: Examining 
evidence and next steps Biological Conservation  208: 87-97 
https://doiorg/101016/jbiocon(2016)08040 [conservation] 
 
Ballesteros-Mejia L, Kitching IJ, Jetz W et al (2016) Putting insects on the 
map: near-global variation in sphingid moth richness along spatial and 
environmental gradients Ecography l  [species diversity] 
https://doiorg/101111/ecog02438 
 
Barve  V,   and  Otegui  J (2016)  bdvis: visualizing biodiversity data in R 
Bioinformatics 32(19): 3049–3050 [Data management] 
 
Bateman BL, Pidgeon AM, Radeloff VC et al (2016) Potential breeding 
distributions of US birds predicted with both short-term variability and 
long- term average climate data Ecological Applications 26(8): 2720–
2731[data management] https://doiorg/101002/eap1416 
 
 Bebber D, Carine M, Wood J, et al (2010) Herbaria are a major frontier for 
species discovery Proceedings of the National Academy of Sciences 107: 
22169-71 doi: 101073/pnas1011841108 [species diversity] 
 
Bell, KC, Carlson CJ, & Phillips, AJ (2018) Parasite collections: overlooked 
resources for integrative research and conservation Trends in Parasitology 
34: 637-639 [conservation] [species occurrence] 
 
Bellard C, Genovesi P and Jeschke JM (2016) Global patterns in threats to 
vertebrates by biological invasions Proceedings of the Royal Society B: 
Biological Sciences 20152454 [invasive species] 
https://doiorg/101098/rspb20152454 
 
Bellard C, Leroy B, Thuiller W et al (2016) Major drivers of invasion risks 
throughout the world  Ecosphere 7: ecs21241 [invasive species] 
https://doiorg/101002/ecs21241 
 

https://doi.org/10.1016/j.biocon.2016.08.040
https://doi.org/10.1111/ecog.02438
https://doi.org/10.1002/eap.1416
https://doi.org/10.1098/rspb.2015.2454
https://doi.org/10.1002/ecs2.1241
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Benedict JC, Smith SY, Specht CD et al (2016) Species diversity driven by 
morphological and ecological disparity: a case study of comparative seed 
morphology and anatomy across a large monocot order AoB Plants 8: 
plw063 [species diversity] https://doiorg/101093/aobpla/plw063 
 
Besnard G, Christin P, Malé P, et al(2014) From museums to genomics: Old 
herbarium specimens shed light on a C3to C4transition Journal of 
Experimental Botany 65: 6711-21 [genomics) 
 
Biber-Freudenberger L, Ziemacki J, Tonnang HEZ et al(2016) Future Risks of 
Pest Species under Changing Climatic Conditions PLOS ONE 11(4): 
e0153237 https://doiorg/101371/journal pone0153237 [Climate Change] 
 
Bieker, V, & Martin, M (2018) Implications and future prospects for 
evolutionary analyses of DNA in historical herbarium collections Botany 
Letters 165: 408-418 [genomics] 
 
Bosch J, Iglesias I, Muñoz MJ et al (2016) A Cartographic Tool for Managing 
African Swine Fever in Eurasia: Mapping Wild Boar Distribution Based on 
the Quality of Available Habitats  Transboundary and Emerging Diseases 
64: 1720-1733   https://doiorg/101111/tbed12559 [tools] 
 
Bowe C & Haq N (2010) Quantifying the global environmental niche of an 
underutilised tropical fruit tree (Tamarindus indica) using herbarium 
records Agriculture, Ecosystems and Environment, 139(1-2) [species 
occurrence] 
 
Bradley R, Bradley, L, Garner, H, et al (2014) Assessing the Value of Natural 
History Collections and Addressing Issues Regarding Long-Term Growth 
and Care BioScience 64: 1150-1158 [physical collections] 
 
Brooks, S, Self  A, Toloni, F  et al (2014) Natural history museum collections 
provide information on phenological change in British butterflies since the 
late-nineteenth century International Journal of Biometeorology 58: 1749-
1758 [phenology] 
 
Brooks DR, Hoberg EP, Boeger WA et al  (2014) Finding them before they 
find us: informatics, parasites, and environments in accelerating climate 
change Comparative Parasitology 81: 155-164 [climatology] [species 
occurrence] 
 

https://doi.org/10.1093/aobpla/plw063
https://doi.org/10.1371/journal.pone.0153237
https://doi.org/10.1371/journal.pone.0153237
https://doi.org/10.1111/tbed.12559
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Burleigh J, Alphonse K, Alverson A et al (2013) Next-generation phenomics 
for the Tree of Life PLOS Currents 26 June 2013 [species diversity] 
 
Bush, SE, Reed M, & S Maher (2013) Impact of forest size on parasite 
biodiversity: implications for conservation of hosts and parasites 
Biodiversity and Conservation 22: 1391-404 [species diversity] 
 
Butle, A, Rees T, Beesley P, et al (2010) Marine Biodiversity in the 
Australian Region (Y Ropert-Coudert, Ed) PLOS ONE, 5(8), e11831 [species 
diversity] 
 
Butler A, Rees T, Beesley P  (2010) Marine biodiversity in the Australian 
region PLOS ONE 2 August 2010 
https://doiorg/101371/journalpone0011831 
 [species diversity] 
 
Butterfield BJ, Copeland SM, Munson SM, et al (2016) Prestoration: using 
species in restoration that will persist now and into the future Restoration 
Ecology 10.1111/rec.12381 [Conservation]  
https://doiorg/101111/rec12381 
 
Buttigieg, PL, Morrison N, Smith B et al (2013) The environment ontology: 
contextualising biological and biomedical entities Journal of Biomedical 
Semantics 4: 43 [tools] 
 
Canavan S, Richardson DM, Visser V et al (2016) The global distribution of 
bamboos: assessing correlates of introduction and invasion AoB Plants] 
https://doiorg/101093/aobpla/plw078 [invasive species 
 
Calderón L, Campagna L, Wilke T et al (2016) Genomic evidence of 
demographic fluctuations and lack of genetic structure across flyways in a 
long distance migrant, the European turtle dove BMC Evolutionary Biology 
16(1) https://doiorg/101186/s12862-016-0817-7 [genomics] 
 

Carranza-Rojas J,  Goeau H, Bonet P et al 2017  Going deeper in the 

automated identification of herbarium specimens BMC Evolutionary 

Biology 17: 181 

 
Carlson, CJ, Burgio KR, Dougherty ER et al (2017) Parasite diversity faces 
extinction and redistribution in a changing climate Scientific Advances 3(9): 
e1602422 doi: 101126/sciadv1602422 [species diversity][climatology] 

https://doi.org/10.1371/journal.pone.0011831
https://doi.org/10.1111/rec.12381
https://doi.org/10.1093/aobpla/plw078
https://doi.org/10.1186/s12862-016-0817-7
https://bmcevolbiol.biomedcentral.com/
https://bmcevolbiol.biomedcentral.com/


5 
 

 
Chalkowski, K, Lepczyk CA, & Zhody S (2018) Parasite ecology of invasive 
species: conceptual framework and new hypotheses Trends in Parasitology 
34: 655-663 [invasive species][species occurrence] 
 
Chandler M, See L, Copas K et al (2016) Contribution of citizen science 
towards international biodiversity monitoring  Biological Conservation 
[citizen science] : https://doiorg/101016/j biocon201609004 
 
Cizauskas, CA, Carlson CJ, Burgio KR et al (2017) Parasite vulnerability to 
climate change: an evidence-based functional trait approach Royal Society 
Open Science 4: 160535 doi: 101098/rsos160535 [climatology] 
 
Clare E, Lim B, Fenton M et al (2011) Neotropical Bats: Estimating Species 
Diversity with DNA Barcodes (D Steinke, Ed) PLOS ONE, 6(7), e22648 
[species diversity] 
 
Clayton, DH, Bush SE, &Johnson KP (2015) Coevolution of life on hosts: 
integrating ecology and history University of Chicago Press, Chicago, Illinois 
320 pp [species diversity] 
 
Coro G, Magliozzi C, Vanden Berghe E, Bailly N, et al (2016) Estimating 
absence locations of marine species from data of scientific surveys in OBIS 
Ecological Modelling 323, 61–76 [data management] 
https://doiorg/101016/j ecolmodel201512008 
 
Costello, M & Wieczorek, J  (2014)  Best practice for biodiversity data 

management and publication  Biological Conservation 173 

101016/jbiocon201310018   https://doiorg/101093/biosci/biu096 

 
Cook J, Edwards S, Lacey EA, (2014) Natural history collections as emerging 
resources for innovative education BioScience 64:  725-234  [education] 
 
Cook, JA, Lacey EA, Ickert-Bond SM et al   2016 From museum cases to the 
classroom: emerging opportunities for specimen-based education In: 
Aspects of Biodiversity, (I Pavlinov, ed) Archives of Zoological Museum of 
Moscow State University, Moscow, Russia, 54: 787-799 [education] 
 
Canavan S, Richardson DM, Visser V et al (2016) The global distribution of 
bamboos: assessing correlates of introduction and invasion AoB Plants 
[invasive species] https://doiorg/101093/aobpla/plw078 

https://doi.org/10.1016/j.biocon.2016.09.004
https://doi.org/10.1016/j.biocon.2016.09.004
https://doi.org/10.1016/j.ecolmodel.2015.12.008
https://doi.org/10.1016/j.ecolmodel.2015.12.008
https://doi.org/10.1093/biosci/biu096
https://doi.org/10.1093/aobpla/plw078


6 
 

 
 
Cramer MD and Verboom GA (2016) Measures of biologically relevant 
environmental heterogeneity improve prediction of regional plant species 
richness Journal of Biogeography 44(3): 579–591 [species diversity] 
https://doiorg/101111/jbi12911 
 
 
Cross R (2017) New 3D scanning campaign will reveal 20,000 animals in 
stunning detail  Science magazine Aug 24 
https://doiorg/101126/scienceaap7604 
 
Crowl AA, Miles NW, Visger CJ  (2016) A global perspective on 
Campanulaceae: Biogeographic, genomic, and floral evolution American 
Journal of Botany Botanical Society of America, 233–245 [Evolution] 
https://doiorg/103732/ajb1500450 
 
Curtis CA and Bradley BA (2016) Plant Distribution Data Show Broader 
Climatic Limits than Expert-Based Climatic Tolerance Estimates PLOS ONE 
11(11): e0166407 [climate change] : https://doiorg/101371/journal 
pone0166407 
 
Dantas-Torres, F, Chomel BB & Otranto D (2012) Ticks and tick-borne 
diseases: a One Health perspective Trends in Parasitology 28: 437-446 
[species distributions] 
 
Davis C, Willis C, Connolly B, Kelly et al (2015) Herbarium records are 

reliable sources of phenological change driven by climate and provide 

novel insights into species’ phenological cueing mechanisms American 

Journal of Botany 102: 1599-1609  doi: 103732/ajb1500237 [phenology] 

 
Davis Rabosky AR, Cox CL, Rabosky DL et al(2016) Coral snakes predict the 
evolution of mimicry across New World snakes Nature Communications 7: 
11484[Evolution] https://doiorg/101038/ncomms11484 
 
Deans, AR, Yoder MJ &Balhoff JP (2012) Time to change how we describe 
biodiversity Trends in Ecology & Evolution 27: 78-84 doi: 
101016/jtree(2011)11007 [tools][species diversity] 
 
Deblauwe V, Droissart V, Bose R et al (2016) Remotely sensed temperature 
and precipitation data improve species distribution modelling in the 

https://doi.org/10.1111/jbi.12911
https://doi.org/10.1126/science.aap7604
https://doi.org/10.1126/science.aap7604
https://doi.org/10.3732/ajb.1500450
https://doi.org/10.1371/journal.pone.0166407
https://doi.org/10.1371/journal.pone.0166407
https://doi.org/10.1038/ncomms11484
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tropics Global Ecology and Biogeography 443–454 [species diversity]  
https://doiorg/101111/geb12426 
 
Dew RM, Shell WA & Rehan SM (2018) Changes in maternal investment 
with climate moderate social behaviour in a facultatively social bee 
Behavioral Ecology and Sociobiology 72: 69 [climatology] 
 
DiEuliis D, Johnson KR, Morse SS et al l (2016) Opinion: Specimen 
collections should have a much bigger role in infectious disease research 
and response Proceedings of the National Academy of Sciences USA 113: 4-
7[species distributions] 
 
Diskin E, Proctor H, Jebb M  et al (2012) The phenology of Rubus fruticosus 

in Ireland: Herbarium specimens provide evidence for the response of 

phenophases to temperature, with implications for climate warming 

International Journal of Biometeorology56: 1103-1111   doi 

101007/s00484-012-0524-z [phenology] 

 
DuBay, SG, & Fuldner, CC (2017) Bird specimens track 135 years of 
atmospheric black carbon and environmental policy Proceedings of the 
National Academy of Sciences, 114(43), 11321-11326 
 
Duffy GA and Chown SL (2016) Urban warming favours C4 plants in 
temperate European cities Journal of Ecology 104(6): 1618–1626 [Climate 
change] https://doiorg/101111/1365-274512652 
 
Dullinger I, Wessely J, Bossdorf O et al (2016) Climate change will increase 
the naturalization risk from garden plants in Europe Global Ecology and 
Biogeography 26(1): 43–53[invasive species] 
https://doiorg/101111/geb12512 
 
Dunne JA, Maschner H, Betts MW et al(2016) The roles and impacts of 
human hunter-gatherers in North Pacific marine food webs Scientific 
Reports 6: 21179  [ecology] https://doiorg/101038/srep21179 
 
Dunnum JL, Yanagihara R, Johnson KM et al (2017) Biospecimen 
repositories and integrated databases as critical infrastructure for 
pathogen discovery and pathobiology research PLoS Neglected Tropical 
Diseases 11(1): e0005133 doi: 101371/journalpntd005133 [species 
distributions][species diversity] 
 

https://doi.org/10.1111/geb.12426
https://doi.org/10.1007/s00484-012-0524-z
https://doi.org/10.1111/1365-2745.12652
https://doi.org/10.1111/geb.12512
https://doi.org/10.1038/srep21179
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Dupin J, Matzke NJ, Särkinen T et al (2016) Bayesian estimation of the 
global biogeographical history of the Solanaceae Journal of Biogeography 
44(4): 887–899 [biogeography] https://doiorg/101111/jbi12898 
 
Eisen, RJ, Kugeler KJ, Eisen L et al (2017) Tick-borne zoonoses in the United 
States: persistent and emerging threats to human health ILAR Journal 58: 
319-335 [species distributions] 
 
Ellwood, E Kimberly, P et al  (2018)  Worldwide Engagement for Digitizing 
Biocollections the Calendar  BioScience  68: 112-124 [citizen science] 
(WeDigBio): The Biocollections Community's Citizen-Science Space on 
 
Ellwood, L, Dunkel B, Flemons P et al (2015) Accelerating digitization of 
biodiversity research specimens through online public participation 
BioScience 65: 383-396 [citizen science][tools] 
 
Escobar LE, Qiao H & Peterson AT (2016) Forecasting Chikungunya spread 
in the Americas via data-driven empirical approaches Parasites & Vectors 
Springer Nature 9: 112 [Human Health]  
 
Estrada-Peña A &  de la Fuente J (2016) Species interactions in occurrence 
data for a community of tick-transmitted pathogens Scientific Data 3: 
160056 [Human Health] 
 
Everill, P, Primack, R, Ellwood, E et al (2014) Etermining past leaf-out times 

of New England's deciduous forests from herbarium specimens American 

Journal of Botany 101: 1293-1300 https://doiorg/103732/ajb1400045 

[phenology] 

Fourcade Y (2016) Comparing species distributions modelled from 
occurrence data and from expert-based range maps Implication for 
predicting range shifts with climate change Ecological Informatics 36: 8–14 
[data management] https://doiorg/101016/jecoinf201609002 
 
Fournier AMV, Sullivan AR, Bump JK et al(2016) Combining citizen science 
species distribution models and stable isotopes reveals migratory 
connectivity in the secretive Virginia rail Journal of Applied Ecology 
https://doiorg/101111/1365-266412723 [citizen science] 
 
Franklin J, Serra-Diaz JM, Syphard AD et al (2016) Big data for forecasting 
the impacts of global change on plant communities Global Ecology and 
Biogeography 26(1): 6–17 [Data management] 

https://doi.org/10.1111/jbi.12898
https://doi.org/10.3732/ajb.1400045
https://doi.org/10.1016/j.ecoinf.2016.09.002
https://doi.org/10.1111/1365-2664.12723
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Frey D, Reisch C, Narduzzi-Wicht B (2017) Historical museum specimens 

reveal the loss of genetic and morphological diversity due to local 

extinctions in the endangered water chestnut Trapa natans L (Lythraceae) 

from the southern Alpine lake area Botanical Journal of the Linnean Society 

185: 343-358  DOI: 101093/botlinnean/box061 [species diversity] 

Frishkoff LO, Karp DS, Flanders JR (2016) Climate change and 
habitatconversion favour the same species Ecology Letters 19(9): 1081–
1090[Climate Change] https://doiorg/101111/ele12645 
 
Fuentes N, Pauchard A, Sánchez P (2013) A new comprehensive database 

of alien plant species in Chile based on herbarium records Biological 

Invasions 5  DOI: 101007/s10530-012-0334-6} [invasive species] 

 
Fu Z, Epstein B, Kelley JL et al  Using NextRAD sequencing to infer movement 
of herbivores among host plants PLOS ONE 2017 May 15; 12(5):e0177742 
https:// doiorg/101371/journalpone0177742 PMID: 28505182 [genomics] 
 
Funk W, Caminer M & Ron SR (2011) High levels of cryptic species diversity 

uncovered in Amazonian frogs Proceedings of the Royal Society B 279:  

806-184  DOI: 101098/rspb20111653 [species diversity] 

 
Gallien L, Thuiller W, Fort N et al (2016) Is There Any Evidence for Rapid, 
Genetically-Based, Climatic Niche Expansion in the Invasive Common 
Ragweed? PLOS ONE Public Library of Science (PLoS) 11(4): e0152867 
[invasive species] https://doiorg/101371/journal pone0152867 
 
Gallinat, A, Russo L, Melass  K et al (2018)  Herbarium specimens show 
patterns of fruiting phenology in native and invasive plant species across 
New England  American Journal of Botany  105: 3-41  [phenology] 
 
Giles, JR, Peterson AT, Busch JD et al  (2014) Invasive potential of cattle 
fever ticks in the southern United States Parasites and Vectors 7: 189 doi: 
101186/1756-3305-7-189 [invasive species] 
 
Golden A, Naisilsisili W, Ligairi I  (2014) Combining natural history 
collections with fisher knowledge for community-based conservation in Fiji 
PLOS ONE 21 May 2014 https://doiorg/101371/journalpone0098036 
 [conservation] 

https://doi.org/10.1111/ele.12645
https://doi.org/10.1371/journal.pone.0177742
https://doi.org/10.1371/journal.pone.0177742
http://www.ncbi.nlm.nih.gov/pubmed/28505182
https://doi.org/10.1371/journal.pone.0152867
https://doi.org/10.1371/journal.pone.0152867
https://doi.org/10.1371/journal.pone.0098036
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Gómez-Ruiz EP and Lacher TE (2016) Modelling the potential geographic 
distribution of an endangered pollination corridor in Mexico and the 
United States Diversity and Distributions W 23(1): 67–78  [species 
diversity] https://doiorg/101111/ddi12499 
 
Gray CL, Hill SLL, Newbold T et al (2016) Local biodiversity is higher inside 
than outside terrestrial protected areas worldwide Nature 
Communications Springer Nature, 12306 [conservation] 
https://doiorg/101038/ncomms12306 
 
 
Greve M, Lykke A, Fagg C et al (2016) Realising the potential of herbarium 
records for conservation biology South African Journal of Botany, 105: 317-
323 [conservation] 
 
Griffiths HJ & Waller CL (2016) The first comprehensive description of the 
biodiversity and biogeography of Antarctic and Sub-Antarctic intertidal 
communities Journal of Biogeography 1143–1155 [biodiversity] 
 
Gueta T & Carmel Y (2016) Quantifying the value of user- level data 
cleaning for big data: A case study using mammal distribution models 
Ecological Informatics 34: 139–145 [data management] 
https://doiorg/101016/jecoinf201606001 
 
Hardion L, Verlaque R, Saltonstall K et al (2014) Origin of the invasive 

Arundo donax (Poaceae): A trans-Asian expedition in herbaria Annals of 

Botany 114: 455-462 doi: 101093/aob/mcu143 [invasive species] 

Harris RMB, Kriticos DJ, Remenyi T et al (2016) Unusual suspects in the 
usual places: a phylo-climatic framework to identify potential future 
invasive species Biological Invasions 19(2): 577–596 [Invasve species] 
https://doiorg/101007/s10530-016-1334-8 
 
Harsch MA & HilleRis Lambers J (2016) Climate Warming and Seasonal 
Precipitation Change Interact to Limit Species Distribution Shifts across 
Western North America PLOS ONE 11(7): e0159184 [Climate Change] 
https://doiorg/101371/journal pone0159184 
 
Hart R, Salick J et al  (2014)  Herbarium specimens show contrasting 

phenological responses to Himalayan climate  Proceedings of the National 

https://doi.org/10.1111/ddi.12499
https://doi.org/10.1038/ncomms12306
https://doi.org/10.1016/j.ecoinf.2016.06.001
https://doi.org/10.1007/s10530-016-1334-8
https://doi.org/10.1371/journal.pone.0159184
https://doi.org/10.1371/journal.pone.0159184
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Academy of Sciences 111: 10615-

10619;  https://doiorg/101073/pnas1403376111 [phenology] 

Hattab T, Leprieur F, Lasram FBRet al(2016) Forecasting fine-scale changes 
in the food-web structure of coastal marine communities under climate 
change Ecography l https://doiorg/101111/ecog01937 [Climate change] 
 
Horvitz N, Wang R, Wan F-H et al (2016) Pervasive human-mediated large-
scale invasion: analysis of spread patterns and their underlying 
mechanisms in 17 of China’s worst invasive plants Journal of Ecology l 
105(1): 85–94 https://doiorg/101111/1365-274512692 [invasive species] 
 
Hu J, Xing Y, Turkington R, et al (2015) A new positive relationship between 

pCO<inf>2</inf> and stomatal frequency in Quercus guyavifolia 

(Fagaceae): A potential proxy for palaeo-CO<inf>2</inf> levels Annals of 

Botany 115: 777-88   doi: 101093/aob/mcv007[climatology] 

Huang, Y-L  , Bowman E A, Massimo NC, et al (2018) Using collections data 

to infer biogeographic, environmental and host structure in communitities 

of endophytic fungi Mycologia 110: 47-62 doi: 

10.1080/00275514.2018.1442078. 

Hudson L Blagoderov V, et al  (2015) Inselect:  Automating the digitization 

of natural history collections  PLOS ONE 10: e0143402   

https://doiorg/101371/journalpone0143402 [tools] 

Ikeda DH, Max TL, Allan GJ (2016) Genetically informed ecological niche 
models improve climate change predictions Global Change Biology 23(1): 
164–176   [https://doiorg/101111/gcb13470 [Climate Change] 
 
Janssens SB, Vandelook F, De Langhe E (2016) Evolutionary dynamics and 
biogeography of Musaceae reveal a correlation between the diversification 
of the banana family and the geological and climatic history of Southeast 
Asia New Phytologist l, 210: 1453–1465 [Evolution] 
 
Jetz W, McPherson JM, Guralnick RP  (2012)  Integrating biodiversity 
distribution knowledge: toward a global map of life  Trends in Ecology & 
Evolution 27: 151-159 https://doiorg/101016/jtree(2011)09007 
 
Keppel G, Gillespie TW, Ormerod P et al (2016) Habitat diversity predicts 
orchid diversity in the tropical south-west Pacific Journal of Biogeography 
43(12): 2332–2342 https://doiorg/101111/jbi12805 [species diversity 
 

https://doi.org/10.1073/pnas.1403376111
https://doi.org/10.1111/ecog.01937
https://doi.org/10.1111/1365-2745.12692
https://doi.org/10.1371/journal.pone.0143402
https://doi.org/10.1111/gcb.13470
https://doi.org/10.1016/j.tree.2011.09.007
https://doi.org/10.1111/jbi.12805
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Kissling, WD, Walls R, Bowser A et al (2018) Towards global data products 
on essential biodiversity variables on species traits Nature Ecology & 
Evolution 2: 1531-1540[phenology][tools] 
 
Koski MH and Ashman T-L (2016) Macroevolutionary patterns of ultraviolet 
floral pigmentation explained by geography and associated bioclimatic 
factors New Phytologist 708–718 [Evolution] 
 
Lacey EA, Hammond TT, A Mast (2017) Climate change, collections and the 
classroom: using big data to tackle big problems Evolution: Education & 
Outreach 10: 2 doi: 101186/s12052-017-0065-3 [education] 
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